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Legends for supplemental figures and tables

Supplemental Figure 1. The location of amplification primers in CYP2W1 gene sequence

( reference sequence: NC_000007.14), which was highlighted in different colors.
Supplemental Table 1. Primers for CYP2W1 amplification and sequencing.

Supplemental Table 2. Frequency of identified CYP2W1 nsSNPs in different populations.
Supplemental Table 3. Allelic distribution and comparison of identified variants in CYP2WL1 in

three populations.
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tagtgagctc cccaccacag gaggegtgea

I«

geeteggete tgeggttegt

ctgtggggag ggtccecgecet
gggcaggctg tgcaaagcag
ccacccctca cageggttta
gccacctgee acccggeage
ttgcatcccee
tggggcgaga acaccctcag
tgggatttga gtccccteat
tgceeegtgg ggagetgate
ttgggagagg cctgcaaacc
gtgaaaggca gggggetcecce
tgtgaatccc agttctgagg
aggttcagca gaaccagggg
ctggccagga gacatggatg
cceceteeeeg geeccaccag
cagctttaag

| E

cctataaggg

ccatccgetg
ggtgggateg

tgcgggeees

cteATGGCCC
GCTGCTCTGC
CGGGGCCTCG
TCGCAACAGG
TCTTGCCGCT
CAGCCCGGTT
ACGCAGGAGG
CGTCCCACAG
CACCCAGGGC
GTGGCGTCTG
GGAGGAGGGC
AGGTGTTCAA
TTTCCTCATC TGTGAAATGG
GCTGAGGACA GAGGGTACGG
IERIRRER] 1
CAGTCAGGCC CGGGCCCTGC
GCTGCTGGCC GGGCTGTAGC
GCCTGTCAGG CCCTCACTCT
CCCCAGCAGA CAGCCAGCCC
GCCOCCCAGG AATTTTGGCT
GCACCAGATG GCGAGAGGGC

cagccacgte
GGCTCTGGGG
CGGTGGCCCC
GCTGCGTCTG
CCCGGGCAGC
TGGGGAAGCC
CCAGCGGGGC
AAAGCCACCC
CTGGAGGTGC
CCTGGAGGCG
ACAGCAGAGG
CTCGGCCCTC

ccaacccggg
acagggcatg
gctggceacca
gceeggeege
ggagacagat
cctteccatgt

tgceegggeg geagececteg

ggagatgcag
gggecetececet
agagaagagc
ctgagctcca
ctccaagcca
ggtggccaag
cagaacagtc
cctgacccca
ggcctcagece
ggggetgecee
gtggggtgeg

acggggccca

TGCTGCTCTT
GCCTGCGCCC
CCCGCTGCCG
ACCGGTCCCT
TGGACAGCTG
TCCACTGCCT
CCGGAGGGCC
GGAAGCAGAC
CCGGCGCGGG
CTGAGAGCCC
CTGGGCCTGT
CAGCAAACAC
GAAGAGGACC
GGACACGGCA
GGCAGGCAGG
CTCCGGCTGC
CGAAGACGGA
GTGCAGACTC
CCGACCTTGC
AAAAAGAAAA
TCTGTGGGCT

actgtgectg gggc- Fpl

aggggtgagg gectcagget

ggcaacgccc cagagacagg
gcteccagetg cctcatgtea
ttctgetgee agcagececte
ggacagggct cgtaaacCcc
tcctgtecta getcagaggg
aaaaggagca ggctgcectacce
gtggtggeet gtgaggactg
gaggtctcac tcctgteccet
tgggtgcaca cggatggggt
cagggtccca ctcagagecet
gggceetegge cccaaagecc
gccaagggge ctggactgge
cacgtgccac atccttetet
gagggcccee gtectgececet
ccacattcca cgcaggcectg
 asactge tegticcaca

ggcacgeecet ccegeggagg

ggaggggagt ggagcectcac

GCTGTTCCTG GGCCTCCTGG
AAGACCCCTC CCCAGCTGCC
CTCGTCGGGA ACCTGCACTT
GATGGAGGTA AGTCAGGGAG
CCGTGTCCTG GCOCCCCTCC
GTTCCCACAT GGTGCCGGGC
CACCCTGCTT TTGGGAGGGG
ACACTGAGTA CGAAGAAGCC
AGCAGGAGTC TGGAGGGCTC
GCAGGAGGCC AGGCTTAGGG
CGGCTGCCTG CTCAGCCCCC
TTCCCACTTT TGAGCCTCTG
TGTGCCTCCT GGGCAGGGAT
ceseccac
GTCAGTGGGA CAGGGCTGAC
CCCCAACTGC GGGCTGGGGT
TCAGGGTCTC TGGGGGCCGA
TGGCCTTTCA GAATGTGCCA
CGCCTGGACT CAGGGCTTGA
TCCCACAACA GCCATGCCAA
CCAGGCTGGG CGCTGCCOCC

Rp Fp2

Exon 1

Intron 1

Rp2


http://snpper.chip.org/bio/view-snp/71538130
http://snpper.chip.org/bio/view-snp/9638882
http://snpper.chip.org/bio/view-snp/56194314
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TCCACCCTGC
GCCCCCATTT
AGGGGACCTA
CCATCCCTGC
TGGGGCGCCA
GCGCTGGCGG
CTTCCAGCTC
GGCCTACTGG
GCAGCGGGAG
GGCCTCCGG
GTGCTCAGAA
CAGGGCCAGC
AGTCTCGCTG
GGCTGGCTGG
GONTCTTCT
GGTGCGTGCC
AGATTCTGCA
GGTGAGCAGG
GCCOGTCTCC
CTCCCTCCAA
CGGGACCCCG
CCTCTTGGGG
GGTGCGGTGG
CAGTGCTGTC
OO
GCCTCAAACC
CCCACGCCCT
GGCAGGCATG
AGCCCTGACA
AAACCACAAA
AGCTTCAAAA
TGCGTTTACC
ACCCAGAGAC
TGATGGGAGT
CAGCTTCCAC
GCCAGGCAGG CCCAGAGCCC
GTGGTCCGGG GCAGCCCCAG

e

ATCGCGGACG CCCCAGGAAG
ACAGGCAGTC ACGGAGCACC
GCCTCGTGGG CTGGCTCAGT
TGCTCTGTCT TCCATTCCAT
TGTGGCAGCT GCCTCCCTCC
GTGCAAACCT GCCTGGCTGT
TGGCAGTTCC TGGTCCTCCC

TCCCTCTGTC
AGGGGGGTCT
CAGCTCTCAG
GAAGACGGTG
GCCCCGGGCA
ATCCAGCGAG
GTGTGGGGGC
AGGCTCCCAG
CTGGTGCTGA
CCAGCAAGCG
CCAGGGGGAC
CCCTGTCAGC
GGTGGGAACC
TCTCATCTGG
CTGCACAGCC
GGAGCTGAAA
GGGCCGGGGA
CTCGCAGGCC
TATCACCTTC
TGTTTGTGTC
TCCCCTGGCC
AGCCTGGAGT
CCCTCTCAGC
GGCCTGAATC
AGCCCCTGTG
CATCAGTAAC
GCTTCCCCAG
GTCCAGGCAC
AGTTCACCCC
TGTAAAGATC
GAAGCCTGCA
CACGGGTCCT
GAGTGAGCAG
CCGTCCTAGC

hecactoger Trateed .

CCCACCCCTA
TGTGGGTGAG
AACGCTACGG
GTGCTGACGG
GGAGCTGGCC
GTGGAGGTCG
ACCTGGACCC
GGTGGCCTGG
GAAGGGCCAG

TAGGCGTGCC CCCTCCACCT
CCCAGCACAG GCCCGGCCTG
GGCTGCCCGG GTGACCCCCG
GCCGGTGTTC ACCGTGCACC
GGTTCGAGGC GGTCAAAGAG
GACCGGCCTC CCATCGCCAT
GTGTGTGGCC GGCGCTACGG
CAGGAGGGGT GGGGGCTCCA
GGAAGAGCAG GCAGGAGCTG
GTGTCCACAC AGCAGGTCAG

(1 GITCTTTT CATCCCANGT CAAGAGH ¢

GGGAGTGGGG
CTGCTCACTT
TGGGCTCACC
GGCGCGCTGG
TGGGCGTGGG
TGCCTCTCTG
CGCCecTece
GGCCCTTCCC
GCGCTCCTCT
CCTGCTGGGT
TGCAGGTGAG
GATGGGCGTG
TTCTCGGCCC
AGGACCCATC
CTCTCCAGGA
AGATGCATCT
AATTGCGGGG
CTTCCTGCTG
TCTGATGTTT
CCCTCTTTTT
TCTCAGGTGT
AGTCCTCCTG
CGGTGGGTTC
CAGGGTGAGA
ACCTGGAAGA
GGCAGCAGAG

i

GCGAGTGGCA
CGCTGGTGCC
GGCGGCCCTG
GACTCACAGG
TCCCTCTCCA
CCCCTTCCGG
TTGAGGGCTA

ATGGGGGTGA GGGCCCAGCC
CCTGCCCACT TGCCTGGCGG
-+ herera TereecTac
AGGGCTGCCC GCCAGTTCAC
CCGGGAGCCG GTGGCTGACA
GGCAGCTGGA TGGCTACAGA
CGGGCCTGGA CGTGCCTGAG
GCTGGCCCTA CTGGGCTGGG
TCGGCCGCCG ATTTGACTAC
CTCATCGATG AGGTCATGGT
GAGCTGCCTC CCATCCTTGG
CAGCAGGAGG ACGGGGGCCC
T ACCTTG CAAMGGANT
CGACGTTAGC TGGTCATGTG
AATGGGGGAT CCCCATCTCC
GCTCAAGAGT GGAGGTGGGA
GGCTCCATGT CTGCCCCCCA
ACGCCCTTTA CAGTGCCCCA
GGAACTCGTG TATTTCATTT
GGTCCTCATG GTATTTGATG
GATACCTGCA TCACGGCTGG
GCTTCCCAGA GGCAGGGCCG
ACAAGCGAGA GCAGGGGGCA
CCACCCTGCC TGCTGGTGGA
TGGAGGCTGC ACGGCACTGC
CATTCCCTGG CCTTCCCTGC
CGTGGAACTC ACTACTGGCG
CGAGGTGTGG
AGGCTCACCC
ACTCTCCAAG
AGGTTCAAGG
GGATGGAAGG
GACACGGACA
AGGGTCCCCC

CGGGGCTGCC
CTCAGATACA
GTCTGAGGTC
TTACTTCCAC
AGGTCCTGCT
GGGGGTTTCC
CGTTCTGTGG

Fp3

Exon 2

Intron 2

Fp4

Rp3

Exon 3

Intron 3

Exon 4

Intron 4

Rp4

Fpb
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CCGCCTCCAG
GGGACGATCA
TCCGCTCCTC
GGGCCCTGCT
CGTGCCATTC
GGGGGACCCC
TGTGTCGGGA
ACCCCAGGGG
CTCCCTACCT
TGAAACGGGG
AGCCCAGATC
TGTGGGGTGG
CTCTGCAGGG
GCCTGCACCC
GCTGCAGTGG
AGACCCCGGC
GGGACGAGGG
CGGGTGCAGG
GCTGGAGGAC
TGCAGCGGTT
GACACACAGC
TTGCCCCTTC
CTGGGACGGC
CCGGAGGCAA
TCACCCCACA
GCATGTCCTG
GrocTacoll
GGGGGTCCCC
CCCTCTGTGT
GTGTCCTGGG
CCTGGGGGGT
GGCGTCCCTC
GGCTGTGTGC
TGCAAGGTGG
TGGAATGAAA
TCTCTCTGTG
TGACCTCGGT
AACCCCGGCC
CTTCCTGCCT
GCACCTCCAG

CACATCCACC
CCGCCTGECC
CTGCCTCCTG
CCAGCTGCAC
TGAGGACCCT
GTGTGCAGCT
CCCAAIIIII
AGCACGGCTG
CCTGGCTGGG
CATCCATAGT
ACCGGGGCAT
GGGACAGACC
GGATGACCCC
TGGACATGGT
GCCGCACTTC
GCCTGGOGAG
ATGGCGCTGC
AGGAGCTAGA
CAGCAGGCTC
CATCACGCTC
TGGGCGGCTT
CATCTCCTCT
TGAGCGTCTG
TAAAGGGCGT
GCCCAGCACT
GGGTCCCCTC
ATCCCCTCGG
TCTGTGTGTC
GTCCTGGGGA
GGTCCCCTCT
CCOCTCTGTG

CAGAGTCCCT GGGCGTGAAC
AGCGTGCAGC CCTGGGGCTG
CCCAGCTGTT CAACGTCTAC
CGGCCCGTCC TGCGCAAGAT
CCTGGAGGCG CGGAGGCCCC
ATGTGGACGC CCTGATCCAG
VA
GGGAGGGGTC CATACCGGTC

cocer

GCCTGCCTCG
CCATAGTGGA
CCAGATCATC
GAGGGCCTGT
CATGGCCGGG
TGATGGGCCG
ACGGCTCCTT
CACCCAAGCG
CCGCGTGCTG
TGCCCTACAC
CTGCCGCACG
CCTGCTCCCC
GGGGTAGGCC
GTGGGTGCCT
CCAGCCAGGA
TGGCCTGGCC
CGTGTGTCCT
TGTGTCCTGG
CTGGGGATCC
TCCCCTGTGT
GTGTGTCCTG
TGTCCTGGGG

GGGACGCTGA
GCCCAGGGCT
CCACGAGCCC
TTGCTGAGGC
ACGGAGACGA
GCACCCGGAC
CTGCCCCCGG
GCCCACCCTT
GGCCCTGGGC
AAGCGCCGTG
TGCCCCGCTG
AAGGTGGGGC
TCGGCGGGGG
GATGGCCCAG
GCAGGAGGGA
AGCAGACCTG
GTGGGCATCC
GGGTCCCCTC
CCTGTGTGTC
GTCCTGGGGG
GGGGGGTCCC
GTCCCCTCTG

B ciccoiice tcici(l

CCTGGGGTCA
GCTAACACCA
CTTCCCAACC
CCCCGGCTGC
GCTCCTGGAT
ATTTCCTGGA
TTCTCTGCAG
GGCTCCAGGG

TGTGGCCTCC
GGTGTGGTGG
CAGGCCCCAT
CCCCACAGGG
GAGACACAGT
CGCGAATGGG
GTCAGCAGCC
GTGGGACGGC

CTGGGTTTGG
GTGTGGCAGG
CCCATCTTCC
CACGCCCGTG
GGCAGACCCC
CACTTTGTGA
CTCGGGGCCG
CCCAGCTCCG

crecac e
CCTGTGCTCC CCTGGGGAGG TCCCCACCCC TCCCCTCCAG
GGTGCAGCCC ACTCTGTGCC TGGACATCCC CCGCAGGCCG
GTTGGGGAGC GCCTGGCCAG GACCGAGCTC TTCCTGCTGT
(CTGCAGAGG TACCGCCTGC TGCOCCOGCC TGGCGTCAGT

ACAGCCGCTG
CGTCCTTATC
CCATGGCTCG
CGAGGAGGTC
ACGTGTGCCC
CAGGGACAGG
CCTGAGGGAC
CTGCACCAAG
GGGATGGCTG
GGGCTGGGTC
TGCCCCACGC
CAACGCGGTG
CCTCGGCCAC
GTGCAGGGTG
GGGACCCCCA
TGCCCCAGGC
GGACTCCCCG
CTCCACGAGG
CACCGCGGCC
TGGGCCTCCC
TCCAGGGGCA
CGCTCCCCGA
GGCAGCCCTC
GCGCCTCCCT
et
TGTATCCTGG
CTGAGGGGTC
GGTCCCCTGT
CTCTGTGTGT
TGTGTCCTGG
TGGGGCCCCT
GTGCCTCACC
AGCTACATCC
CCGGGGCCCC
ATTCCCCTGC
AGGCCAGTTC
AGCGGGAGGC
GGGTGGGGCG
CCTGCCGCCT
GGTGGCTGCT
GAGCAGGCCT
CCGCGTCTGT
TTGCCGGCCT
CCGGCCTCCC

Exon 5

Intron 5

Fp6

Rpb5

Exon 6

Intron 6

Exon 7

Intron 7

Rp6

Fp7

Exon 8

Intron 8

Rp7, Fp8

Exon 9


http://snpper.chip.org/bio/view-snp/78447922
http://snpper.chip.org/bio/view-snp/61733260
http://snpper.chip.org/bio/view-snp/62433130
http://snpper.chip.org/bio/view-snp/79364415
http://snpper.chip.org/bio/view-snp/58781963
http://snpper.chip.org/bio/view-snp/61420495
http://snpper.chip.org/bio/view-snp/80133931
http://snpper.chip.org/bio/view-snp/78873069
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988, 749 TGGACACCAC GCCCGCCCGG GCTTTTACCA TGAGGCCGAG GGCCCAGGCC
988, 799 CTGTGTGCGG TGCCCAGGCC CTAGgagctc ccccagecce caggtectee
988, 849 tgaccactcc ccteccagee ctgggtecte ccaccetete tecteccace
988,899 ccacagctcg gactgetetg ggagggeect gaggactcce accctcacce
988,949 ccacccccac agggtcagcea actg_ Rp8, Fp9
988, 999 lcccgaccc tgtgggacce ccaccectet gatgetgtet geagctcagt
989, 049 ccctgecage ccccaggage gectccaggg ccccgeecac teteccacce
989, 099 ctgaagctge actcccacce acctagetce ccccagggee ccccageacce
989, 149 tacagctggg gctgcaggga gacaacgggt ggetgeatce ageccagagac
989, 199 aggcgcaggt gggtgtecte agegtgegag cecctgeacce cccaggtect
989, 249 gggactcctg cagaccccac tccattceecg ctecctggaac acttectgea
989, 299 gctgtgectg gaggcagteg gectgeagtg ccagactctg ageccaageca
989, 349 ctggggccat gegtatgact ggtgecaggga ggecaaggece acattctect
989, 399 tcagagacag gcactggcege cagaggette cttggggegg ggggagggea
989, 449 cctcagccee tgaagacaag cagcactgeca gtggcaaaaa tggaaacact
989,499 gacccggtge ggtggetcat gectgtaate ccadgcacttt gggaggecga
989, 549 ggcaggcgaa tcacgaggtc aggagttcga gaccagectg cccaacatgg

989, 599 tgaaaccctg tctctactaa aaatacaaaa aaattaaccg agc

989, 642 atggtggcac gtgectgtaa tcccagetac tcaggagget gagacaggag

989, 692 aatcgcttga actgggagge agaggttgea gtgagecgag ttecgeaccac

989, 742 tgcactccag cctgggtgac agagcgagat htvzluttv_ Rp9
989, 792 _Q(‘(‘zutel(‘zlg tggcacatgt gc
989, 842 cagtgtgaca gtggcacgtg tgetggggge ggtgtggteg geagtgtgag
989,892 tggcgegtgt getggtggeg gtgtggtegg cagtgtgagt ggecacctgtg
989,942 ctggtggtgg cgtggtegge agtgtgagtg gegegtgtge tgggggeggt
989,992 gtggtcggea gtgtgagtgg cgegtgtget gggggeggtg tggteggeag
990, 042 tgtgagtgge gegtgtgetg ggggeggtgt ggteggeagt gtgagtggeg
990,092 cgtgtgetgg gggeggtgtg gteggeagtg tgagtggege gtgtgetggg
990, 142 ggcggtgtgg tcggecagtgt gagtggegeg tgtgetgggg geggtgtggt

990, 192 cggcagtgtg acagtggege gtgtgetgge ggtggtgtgg teggeagtgt

990, 242 gacagtggeg cgtgtgetgg gggeggtgtg gteggecagtg tgacagtgge

990, 292 gcgtgtgetg ggggtggtgt ggtecggecagt gtgacagtgg cgegtgtget
990, 342 gggggcggtg tggteggeag tgtgacagtg gegegtgtge tgggggeggt
990, 392 gtgatgggac acctgetgte tgagacggee ctggeceeecg teccageget
990, 442 gaccatgcac gtgagcggea ggeggecect caccgagaag agaggataag
990, 492 ccgtggeaca ttcccacctg cgecacgtga ageggegeee caaggecagg
990, 542 acgtggtgge cgggacacac gggtgeacgg caggectcac actcccaggt

990, 592 ggggccegeag ggteccectaag tcatgggtgg ggetgetget acggaggetg

Supplemental Figure 1. The location of amplification primers in CYP2W1 gene sequence

( reference sequence: NC_000007.14), which was highlighted in different colors.
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Supplemental Table 1 Primers for CYP2W 1 amplification and sequencing.

Region Primer Product
. Sequence(5' -3") .
Amplified name size(bp)
Fpl CTTTCCCTCCCAGCTAATCAAG
promoter 862
Rpl GAGAATGTGGAACGAGCAGTTT
Fp2 AAACTGCTCGTTCCACATTCTC
Exonl 828
Rp2 GCGACAGTGCTAGTCAGGCTG
Fp3 ACCACTGGCTTTATGGCATCTA
Exon2 698

Rp3 AAGATGCCTGTAGGCAGATACAGT

Fp4 GTTCTTTTCATCCCAAGTCAAGAG

Exon3&4 684
Rp4 CATCTGATTCCTTTTGCAAGGT
Fp5 CAGCTCCTTACCACAGAGACG
Exon5 842
Rp5 GACAAGGAGACTGAGGCTCTGA
Fp6 AGACCTCCTTGAAGGCCTGTAG
Exon6&7 864
Rp6 CTGGCTGGACGCCCTTTATT
Fp7 CATCCTGGGTGTCCTCTCTATC
Exon8 462
Rp7 AGAACCTGAGATCAGGAGGTG
Fp8 CTCCTGATCTCAGGTTCTGAAGG
Exon9 492
Rp8 CAGGGGTAGTCCTGGGTGTA
Fp9 CTTCCGGTTACACCCAGGACTAC
3'UTR 830
Rp9 TCGACATTTCCTTCTGTTTGTTT

Fp, forward primer; R, reverse primer



Supplemental Table 2 Frequency of identified CYP2W1 nsSNPs in different populations.

CYP2W1 allele A18IT(*2)  G376S V4321(*4) P488L(*6)
Han Chinese® 0.02 0 0.05 0.25
Tibetan® 0.01 0 0.02 0.33
Uighur® 0.07 0.01 0.02 0.14
Han Chinese” 0.029 0 0.043 0.28
Uighur® 0.052 0 0.009 0.173
CHB* 0.034 0 0.0437 0.2621
CHS® 0.0286 0 0.0476 0.2667
JPT® 0.0144 0.0045 0.0288 0.3894
Caucasian (CEU)® 0.045 0 0 0.1667
African(YRI)® 0.0833 0 0 0.0648
African-American(ASW) ¢ 0.0656 0 0 0.1393

8 data are from the present study; b, data are cited from Qi et al., 2015; ©,data are collected from
1000 genomes (http://browser.1000genomes.org/index.html)

CHB, Han Chinese in Beijing,n=206; CHS, Southern Han Chinese, n=216; JPT, Japanese in
Tokyo, Japan,n=208; CEU, Utah residents with Northern and Western European,n=198; YRI,

Yoruba in Ibadan, Nigera,n=218; ASW, Americans of African ancestry in SW ,USA, n=132.



Supplemental Table 3 Genotype distribution and comparison of identified variants in CYP2W1 in three populations.

Han Tibetan Uighur H-Wpval Fisher's Exact test, P

SNPID  Allele A  Allele B H Tibet: H
AA count AB count BB count AA count AB count BB count AA count AB count BB count Han Tibetan  Uighur -an s lb? anvs ?m v
Tibetan  Uighur  Uighur

v0l1 C A 50 0 0 50 0 49 1 0 1 1 1 1 1 1
v02 G A 50 0 0 50 0 49 1 0 1 1 1 1 1 1
v03 T C 4 27 19 7 34 9 15 23 11 0.346 0.026 0.865 0.078 0.074 0.012
v04 G A 47 3 0 41 8 1 34 14 1 1 0.785 1 0.121 0.243 0.002
v05 G A 17 25 8 30 19 1 22 23 4 1 0.622 0.858 0.007 0.184 0.371
v06 A G 48 2 0 47 3 0 50 0 0 1 1 1 1 0.242 0.495
vO7 T C 48 2 0 47 3 0 42 6 1 1 1 0.533 1 0.235 0.107
v08 G T 13 29 8 29 16 1 23 23 4 0.385 0916 0.909 0.000 0.177 0.09
v09 Ins Del 17 25 8 29 16 2 23 23 4 1 1.000 0.909 0.013 0.33 0.327
v10 C T 17 25 8 32 17 1 21 25 4 1 0.885 0.599 0.003 0.065 0.39
vll G A 48 2 0 48 1 0 44 5 1 1 1 0.403 1 0.157 0.269
v12 G A 48 2 0 46 4 0 50 0 0 1 1 1 0.678 0.117 0.495
v13 A G 8 25 17 1 19 30 3 21 26 1 0.622 0.996 0.007 0.572 0.116
v14 G A 48 2 0 50 0 0 50 0 0 1 1 1 0.495 1 0.495
vls C G 50 0 0 48 2 0 50 0 0 1 1 1 0.495 0.495 1
v16 C T 2 23 24 2 26 22 4 18 28 0.426 0.192 0.849 0.879 0.269 0.44
v17 T C 48 2 0 47 3 0 50 0 0 1 1 1 1 0.242 0.495
v1l8 G A 48 2 0 47 3 0 48 2 0 1 1 1 1 1 1
v19 C T 50 0 0 50 0 0 49 1 0 1 1 1 1 1 1
v20 G A 50 0 0 50 0 0 49 1 0 1 1 1 1 1 1
v21 C T 49 1 0 50 0 0 50 0 0 1 1 1 1 1 1
v22 C T 50 0 0 49 1 0 50 0 0 1 1 1 1 1 1
v23 G A 45 5 0 48 2 0 48 2 0 1 1 1 0.436 1 0.436
v24 C T 28 19 3 21 25 4 36 14 0 1 0.599 0.696 0.365 0.003 0.092
v25 G A 49 0 0 50 0 0 49 1 0 1 1 1 1 1 1
v26 A C 44 5 0 40 9 1 32 17 1 1 0.920 0.885 0.323 0.14 0.005

H-Wpval, Hardy—Weinberg equilibrium p-value



