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SUPPLEMENTARY INFORMATION

Fig. S1. Concentration-dependent inhibition of intestinal microsomal UGT activity (4-MU
glucuronidation) by purified catechins. Methanol (2%, v/v) served as vehicle control. Nicardipine
(400 uM) and silybin B (100 uM) served as positive control UGT inhibitors (Gufford, 2014). All
catechins were tested at 100 uM. Bars and error bars denote mean + SD, respectively, of triplicate
incubations.

Fig. S2. Dixon plots showing inhibition of raloxifene-4’-glucuronide (R4G; left) or raloxifene-6-
glucuronide (R6G; right) formation by ECG (upper) and EGCG (lower). Symbols denote individual
data points of duplicate incubations.

Fig. S3. Concentration-dependent inhibition of intestinal microsomal UGT activity (raloxifene
glucuronidation) by purified catechins. Methanol (2%, v/v) served as vehicle control. Nicardipine
(400 uM) and silybin B (100 uM) served as positive control UGT inhibitors (Gufford et al., 2014).
All catechins were tested at 10 and 100 uM. Bars and error bars denote mean £ SD, respectively,

of triplicate incubations. R4G, raloxifene 4’-glucuronide; R6G, raloxifene 6-glucuronide.
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Fig. S1
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